Towards an integrative understanding of taxonomic diversity,
climate adaptation, and introgression in Southeastern European
white oak species
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Southeastern Europe. The evolutionary processes
underlying this taxonomic richness remain unclear.
We hypothesize that climate adaptation and %
adaptive introgression during the divergence of
white oak lineages played a major role.

Study design

- 1,200 trees collected in SE Europe, Tiirkiye & the Caucasus

- 12 taxonomic groups (species / subspecies)

- Combination of pure & mixed stands

- Putative hybrids included

- Whole-genome sequencing & herbarium specimens of all
trees
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Future aims
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- PCA & Admixture analyses on full dataset

- Phylogenomics and demographic modelling to uncover the
evolutionary history of SE European white oaks

- Identity genomic regions associated with local adaptation using
Genome-Environment Association analyses

- Study introgression along the genome, test association with
local adaptation
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